
Cell Line Characterization

Cell Line ID: Lab #:
Passage #: PI:
Specimen Type: Contact Person:
Indication for Study: Email:

Address:

Test Code: Date Received:
Account #: Date Reported:
PO #: Time in Culture: Additional copies sent to:

Banding Technique:     Band Resolution:
Metaphases  Counted:            Analyzed:            Karyotyped:

RESULTS:

Non-clonal Aberrations: 

INTERPRETATION:
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      DB317 p5 

 
 
 
 

Normal Cut-off Values 
 

 
Probe Set: 4q22.1(Red) / 1q32.3(Green) 

 
Signal Pattern Observed % of cells 

w/signal pattern 
(Your Results) 

2R/2G 32.0% 
4R/2G 0.5% 
4R/3G 3.0% 
2R/3G 43.0% 
3R/3G 21.0% 
3R/2G 0.5% 
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	Cell ID: DB317
	labnumber: CLG-38453
	passage: 5
	PI: Jens Schwamborn
	spectype: Human mFPP Frozen Cells
	contact: Jennifer Modamio
	indication: Routine Culture QC
	email: jennifer.modamio@uni.lu
	testcode: 201
	datereceived: 1/30/2020
	accountnumber: NA
	datereported: 2/13/2020
	address: Luxembourg Center for Systems Biomedicine, House of Biomedicine II6 Avenue du Swing, 4367 Esch-sur-Alzette, Luxembourg 
	PO: 2092000098
	datecult: NA
	bandtech: NA
	bandres: NA
	metacounted: NA
	metaanalyzed: NA
	metakaryo: NA
	extra address: 
	results: FISH Results: See Interpretation Below 
	aberrations: NA
	interpretation: Two hundred interphase nuclei were examined by fluorescence in situ hybridization (FISH) using the probe set 4q22.1 / 1q32.3 in order to detect changes in chromosome 4q22.1 copy number. 25.0% of the cells demonstrated extra copies of the alpha synuclein gene. (see chart on page 2) 
	Text1: 
	RUO: RUO - Research Use Only


