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VEGF signaling pathway
Thyroid hormone synthesis
Sphingolipid signaling pathway

GnRH secretion

Alcoholism

Endocytosis

Glutamatergic synapse

Insulin secretion

Adrenergic signaling in cardiomyocytes
Terpenoid backbone biosynthesis

Systemic lupus erythematosus

Description

Dopaminergic synapse
Parathyroid hormone synthesis, secretion

MAPK signaling pathway

Cholinergic synapse

Neutrophil extracellular trap formation

Aldosterone synthesis and secretion

Circadian entrainment

Oxytocin signaling pathway

Steroid biosynthesis
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voltage-gated cation channel activity
channel activity -

substrate-specific channel activity -
quinone binding -

voltage-gated channel activity -

voltage-gated ion channel activity -

ion channel activity -
gated channel activity -

fon gated channel activity
leading edge membrane -
synaptic vesice -

postsynaptic membrane -
presynapse -

synaptic membrane -

postsynaptic specialization -
postsynapse -

neuron to neuron synapse -
postsynaptic density -

asymmetric synapse -
neurotransmitter transport-
dendrite development-

denditic spine development -
steroid biosynthetic process -
sterol biosynthetic process
presynaptic process involved in ...
signal release from synapse -
neurotransmitter secretion -
secondary alcohol biosynthetic process -
cholesterol biosynthetic process

GO pathways
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