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LDHA
HLA-F
HLA-DPB1
HLA-A
COX6C
NDUFS5
PSME1
NDUFA1
RPS24
HSP90AA1
PPID
RPL27A
PDIA3
RPS6
RPL11
RPS25
SEC11C
RPL6
RPS8
RPS11
ATP6V1G2
RPL32
RPL24
ACAT1
RPL4
RPL10A
COX7A2L
RPS4X
PSMD4
PSMB7
RPL19
NDUFA6
SUCLG1
RPL30
CALR
RPL35
RPS7
COX4I1
RPL8
HMGCL
RPS4Y1
RPL5
RPL23
SRP14
UQCRH
NDUFS4
UQCRQ
RPL36AL
RPL26L1
HSPA5
PSMD12
SRP72
PSMA4
PSMD7
SEC11A
PSMC6
NCL
RPS23
SDHB
ARPC3
PSMD13
ECHS1
PDHA1
YWHAZ
PPA1
ATP6V1D
ME2
CASP3
ATP6V1E1
NDUFB5
UQCRC2
DLD
YWHAQ
DLAT
VDAC1
RPS18
RSL24D1
POMP
IMMP2L
UQCRB
HSPA8
SNCA
COX17
SPCS1
PCCA
IDH3A
HSPA4
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ALDH1B1
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ALDH7A1
PSMD6
RHOA
ARPC2
HADHA
NDUFB10
RPL23A
SRP68
NDUFV3
PSMC4
PSMC3
COX6A1
RPL18A
HSPA6
IVD

KEGG enrichment
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Pathways

GO enrichment

KEGG Ribosome 

KEGG Parkinson’s disease

KEGG Oxidative phosphorylation

KEGG Antigen processing and presentation

KEGG Proteasome

KEGG Pyruvate metabolism

KEGG Citrate cycle TCA cycle

KEGG Pathogenic Escherichia coli infection

KEGG Protein export

KEGG Valine leucine and isoleucine degradation

Values

-0.2 -0.1 0 0.1 0.2

Condition

Vehicle

S-CoV-2

Line
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GO antigen processing and presentation of peptide antigen via MHC class I

GO Catalytic step 2 spliceosome

GO Innate immune response activating cell surface receptor signaling pathway

GO Inner mitochondrial membrane protein complex

GO Organellar ribosome

GO Oxidative phosphorylation

GO Proteasome complex

GO Respiratory chain

GO Ribonucleoprotein complex binding
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