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tRNA pseudouridine syntheSIS----- 198.08

multi-organism metabolic process NN N N N e e e 186.40
viral RNA genome replication NN Y e 172.78
mRNA metabolic process NN Y YN 163.41
mRNA splicing, via spliceosome NN NN YT N 161.14
RNA splicing, via transesterification reactions NN NN N Y s 160.40
DNA repair NN NN N 132.94
tRNA modification I I R N N e 131.35
DNA dephosphorylation NN NN N e 130.70
RNA splicing NG N N e 113.55
tRNA processing NN NN NN 113.42
nucleotide-excision repair, DNA damage removal NN N NN 112.49
DNA 3' dephosphorylation involved in DNA repair NN NN EN 112.49
polynucleotide 3' dephosphorylation RN RN N N 112.49
ribonucleoprotein complex biogenesis I NN NN N NN 107.87
ncRNA metabolic process NN N NN 104.17
nucleic acid phosphodiester bond hydrolysis NN NI 102.83
ATP metabolic process NN N NN 102.46

cytoskeleton-dependent intracellular transport IR RN N N N 98.80
viral life cycle [N NN DN N 96.70



