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tRNA pseudouridine syntheSIS----- 198.08
multi-organism metabolic process NN NN N N e e e 186.40
viral RNA genome replication NN Y Y e 172.78
mRNA metabolic process NN NN N 163.41
mRNA splicing, via spliceosome NN NN e 161.14
RNA splicing, via transesterification reactions IR NN RN DN N Y r e 160.40
DNA repair NN NN N s 132.94
tRNA modification NN IR RN R N e 131.35
DNA dephosphorylation RN N N N e 130.70
RNA splicing INNEG_ N N N e 113.55
tRNA processing NN NN NN 113.42
nucleotide-excision repair, DNA damage removal NN NN NN 112.49
DNA 3' dephosphorylation involved in DNA repair NN N NN 112.49
polynucleotide 3' dephosphorylation RN RN NN N 112.49
ribonucleoprotein complex biogenesis I NN N N NN 107.87
ncRNA metabolic process NN N NN 104.17
nucleic acid phosphodiester bond hydrolysis NN NN 102.83
ATP metabolic process NN N N NI 102.46
cytoskeleton-dependent intracellular transport IR RN N NN 98.80
viral life cycle [INREG_-lGlG_—— N N N 96.70
response to endoplasmic reticulum stress [N N NN 05.37
antigen processing and presentation of peptide antigen via MHC class | I N NN 04 .61
ncRNA processing NN NN N NN 03.80
dendritic cell proliferation [N NN NN 03.16
pseudouridine synthesis NN NN N NN 93.05
positive regulation of ceramide biosynthetic process NN NN 02 .35
DNA recombination [N NN NN 01.83
purine nucleoside triphosphate metabolic process NN N NN 91.69
purine ribonucleoside triphosphate metabolic process NN NN 90.33
nucleoside triphosphate metabolic process I NN N NN 59.80

regulation of ceramide biosynthetic process NN NN 89.67
rescue of stalled ribosom e [N NN NN 89.05

mitochondrial translational initiation NN N NN 88.93

viral genome replication NN NN NN 88.33

regulation of G2/M transition of mitotic cell cycle NN S7.48
oxidoreduction coenzyme metabolic process NN S87.42
ciliary basal body docking NN NN 87.40

ribonucleoprotein complex disassembly [N NN NN 56.88
cellular carbohydrate metabolic process NN NN 86.36
translation [INEG_GEGEGEGEGN N NN 86.10

negative regulation of protein ADP-ribosylation NN N 85.54
DNA modification [N NN NN 85.34

cellular response to high light intensity I NN 85.08

retinal rod cell apoptotic process NN NN 85.08
ribonucleoside triphosphate metabolic process NN EENS4.71
ribosome biogenesis INNIEGz_lGGEG N NN 83.42

transport along microtubule [N N 83.04

ribonucleoprotein complex subunit organization NN S2.84
RNA modification [INNEGNNN NN 82.72

ribosomal small subunit export from nucleus NS 2.67



