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sequence-specific single stranded DNA binding
aspartic-type endopeptidase activity
aspartic-type peptidase activity
pseudouridine synthase activity
monosaccharide binding
cadherin binding
polynucleotide 3'-phosphatase activity

sedoheptulose-7-phosphate:D-glyceraldehyde-3-phosphate glyceronetransferase activity

single-stranded DNA binding

intramolecular transferase activity

nuclease activity

carbohydrate binding

hydroxymethylbilane synthase activity

endonuclease activity

ribonucleoprotein complex binding

citrate (Si)-synthase activity
guanosine-3',5'-bis(diphosphate) 3'-diphosphatase activity
interleukin-1, Type Il receptor binding

calcium-dependent cysteine-type endopeptidase inhibitor activity

nicotinate phosphoribosyltransferase activity

GO Molecular Function
-log10(Binomial p value)
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