
sequence-specific single st randed DNA binding
aspart ic-type endopept idase act ivity

aspart ic-type pept idase act ivity
pseudouridine synthase act ivity

m onosaccharide binding
cadherin binding

polynucleot ide 3'-phosphatase act ivity
sedoheptulose-7-phosphate:D-glyceraldehyde-3-phosphate glyceronet ransferase act ivity

single-st randed DNA binding
int ram olecular t ransferase act ivity

nuclease act ivity
carbohydrate binding

hydroxym ethylbilane synthase act ivity
endonuclease act ivity

ribonucleoprotein com plex binding
cit rate (Si)-synthase act ivity

guanosine-3',5'-bis(diphosphate) 3'-diphosphatase act ivity
interleukin-1, Type II receptor binding

calcium -dependent  cysteine-type endopept idase inhibitor act ivity
nicot inate phosphoribosylt ransferase act ivity

prostaglandin-F synthase act ivity
protein-glycine ligase act ivity, init iat ing

deoxyribonuclease act ivity
m annosyl-oligosaccharide glucosidase act ivity

t ranslat ion factor act ivity, RNA binding
m RNA binding

sugar t ransm em brane t ransporter act ivity
hydrolase act ivity, act ing on carbon-nit rogen (but  not  pept ide) bonds, in linear am ides

N-sulfoglucosam ine sulfohydrolase act ivity
nuclear export  signal receptor act ivity

crossover junct ion endodeoxyribonuclease act ivity
dam aged DNA binding

dihydrolipoyl dehydrogenase act ivity
lipoam ide binding

hexose t ransm em brane t ransporter act ivity
U4 snRNA binding

ATP-dependent  polydeoxyribonucleot ide 5'-hydroxyl-kinase act ivity
m onosaccharide t ransm em brane t ransporter act ivity

protein-glycine ligase act ivity
carbohydrate t ransm em brane t ransporter act ivity

CDP-diacylglycerol-inositol 3-phosphat idylt ransferase act ivity
N-acetyllactosam inide beta-1,3-N-acetylglucosam inylt ransferase act ivity

ankyrin binding
phosphoenolpyruvate carboxykinase (GTP) act ivity

polynucleot ide 5'-hydroxyl-kinase act ivity
chrom at in insulator sequence binding

oxidized purine nucleobase lesion DNA N-glycosylase act ivity
double-st randed DNA 3'-5' exodeoxyribonuclease act ivity

BH2 dom ain binding
t ransferase act ivity, t ransferring aldehyde or ketonic groups
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