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G H

Active transmembrane transporter activity

NADH dehydrogenase (ubiquinone) activity

DNA−binding transcription activator activity, RNA
polymerase II−specific

Electron transfer activity

Oxidoreduction−driven active transmembrane
transporter activity
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RNA polymerase II cis−regulatory region
sequence−specific DNA binding

DNA−binding transcription factor activity, RNA
polymerase II−specific

Electron transfer activity

Oxidoreduction−driven active transmembrane
transporter activity

DNA−binding transcription activator activity, RNA
polymerase II−specific
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NDUFA1

ATP metabolic process

Regulation of plasma membrane bounded
cell projection organization

Cellular process

Generation of precursor metabolites and
energy

Neurogenesis

Oxidative phosphorylation

Regulation of cell death

Neuron differentiation

Generation of neurons

Nervous system development
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