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Figure 1E

35d DA dif 70d DA dif

CP

MC

RG
Ex/nhi N3
Ex/nhi N2
Ex/Inhi N1
mieuz
mieu

15 -5.0 2.5 0.0 2.5 15 -5.0 2.5 0.0 2.5
UMAP_1

CcpP MC RG Ex/Inhi N3 Ex/Inhi N2 Ex/InhiN1  mNeu2 mNeul
35d DA dif 0 11 9 7 81 170 227 0 505
70d DA dif 27 179 197 23 70 94 57 143 790



Figure 1F

Average Expression
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot

SLC17A6
44
— 37
@
- .
@
_I L ]
[ L -
o .
o -
D_ - L ]
x -
LU .
1 -
D— — ———
CP MC RG Exinhi N3 Exlinhi N2 ExiInhi N1 mieu? miMeu
|dentity
CP MC RG Ex/Inhi N3 Ex/Inhi N2 Ex/InhiN1  mNeu2 mNeul
gEREE] g 5 4 4 57 102 75 8

counts

D=0
o0 T

Ex/nhi N3
Ex/nhi N2
Ex/Inhi N1
mieuz
mieu



Figure 1G

Violin
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Figure 1G

Violin plot
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Figure 1G

Violin plot
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Figure 1G

Violin plot

MKIG7
[ ] cp
o . =] mc
c . ’ 2] RG
e P B Exinhi N3
0 ’ 2] ExfInhi N2
g . . . + [ Exinhi N1
3 . [+] mNeu2
L .
. * . . miNeu1
1_ " - . L ]
D— -
CP MC RG Exfinhi N3 Exinhi N2 ExinhiN1  mNeu2  mNeu?
|dentity
CP MC RG  Ex/InhiN3 Ex/InhiN2 Ex/InhiN1 mNeu2  mNeul
positive cell o5 5 6 0 5 5 5 1

counts



Figure 1G

Expression Level

Violin plot
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Figure 2E

Dopaminergic neuron
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Figure 2E

Dopaminergic neuron
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Figure 2E

Dopaminergic neuron
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Figure 2E

Dopaminergic neuron
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Figure 2E

Dopaminergic neuron
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Figure 2E

Dopaminergic neuron
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Figure 2F

GABAergic neuron
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Figure 2F

GABAergic neuron
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Figure 2F

GABAergic neuron
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Figure 2F

GABAergic neuron
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Figure 2G

Glutamatergic neuron
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Figure 2G

Glutamatergic neuron
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Figure 2G

Glutamatergic neuron
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Figure 2H
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Figure 2H

Serotonergic neuron
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Expression Level

Supplementary Figure 1A
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Supplementary Figure 1A
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Expression Level

Supplementary Figure 1B
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Supplementary Figure 1B
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