A)

i) Genes in “Apoptosis_Apoptotic mitochondria” midbrain organoids

Genes

MAP2+ / Nuclei

dopaminergic neuron clusters deregulated process

BAX
BNIP1
HSPA9
BAD
AKT1
BAG1
CYCs
BID
PPP2R1A
VDAC1
YWHAB
HSPA5S
HSPA1A
HSPA8
CCK
YWHAQ
YWHAG
YWHAH
YWHAZ
BNIP3L
RTN1

BNIP3
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C) TH-positive cells
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ii) Genes in “Apoptosis and survival_NGF/TrkA PI3K-mediated signaling”
midbrain organoids dopaminergic neuron clusters deregulated pathway

BAD

AKT1 4
TRIOA
APCH
PRKCZ 1
MSN
GRB2
DSTNA
PIK3R1 1
ILKA

VAV3
PPP3CB 1
CLCN4 1
PPP3CA 1
ARHGAP35
TUBA1C 1
RAC1
HRAS A
CFL1
CDC424
MAPT A
CALM3 1
TUBA4A 4
CHD5
EIF4EBP1 A
KIDINS220 A
ACTG1 1
CALM1 4
ACTBA

Genes

PDK11
TUBA1A 1
TUBB2B 1

TUBB1

D) TH apoptotic cells
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E) TH Fragmentation
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