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5’...  GAG  ACT  ACT  TGG  ACT  GTG  CTT  CGA  CGA  TTT  GGT  TAT  GAC  GAT  GAC  ...3’

5’...  GAG  ACT  ACT  TGG  ACT  GTG  CTT  CAG  CGG  TTT  GGT  TAT  GAC  GAT  GAC ...3’
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