GBA patient PD1 - Cell line ID: 309 (Patient ID: 16281, age of sampling 66)

This is a commercially available line that was obtained from Coriell:
(https://www.coriell.org/0/Sections/Search/Sample Detail.aspx?Ref=ND16281&Product=DNA).

Reprogramming was done with Sendai virus.

1) Karyotype report (life&brain):

D life<brain

Karyotype Report

Customer sample ID:513
Internal sample ID:  LUS3DIVULUD100052

Date of receipt: 2017-02-24
Gender

Stated: Male

Chr. X derived: Male

Genotype identity with: $14-24.02.2017 / LUDIVULUOQ053

Karyotyping

Technology used: [llumina BeadArray

Preduct: HumanOmniExpressExome-8 BeadChip v1.3
Manifest file: HumanOmniExpressExome-8v1-3_A.bpm
Cluster file: HumanOmniExpressExome-8v1-3_A egt

Chip barcode and segment: 200729690105 RO8CO1

Batch ID and 96 well position: ~ WG1001271-MSA1 HO3

Call rate: 0,998

Typing
Scanner: lllumina iScan, S/N: N234
Site of processing:  Life&Brain GENOMICS, Bonn, Germany
Manufacturer: lllumina, Inc., San Diego, United States of America
Date of scan: 2017-03-22-2202

Genotype Analysis

Genome Studio: GenomeStudio V2.0.2
Genotyping module: Ver. 2.0.2

Copy Number Analysis
Algorithm applied:  CNV-Partition
Version: 32
Software producer: lllumina, Inc., San Diego, United States of America

Noteworthy findings
No larger chromosomal aberrations to be reported.
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All ,Notable" tagged probes are within specs. The karyogram can be evaluated.
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2) Expression of pluripotency markers via qPCR:
The abundance of pluripotency markers (SOX2, NANOG and OCT4) as measured by gRT-PCR. The results are
relative to a reference commercial IPS line, and compared to a fibroblast line as a negative control
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3) Expression of pluripotency markers via Immunocytochemistry:
Immunofluorescence staining showed high expression of six pluripotency markers: Oct4 (Red), SSEA-4
(Green), Nanog (Red), TRA-1-60 (Green), Sox2 (Red) and TRA1-81 (Green). Nuclei were counterstained with
Hoechst (blue), (scalebar 50 um).

Oct4 SSEA-4 Oct4/SSEA-4/Hoechst

Nanog TRA1-60 Nanog/TRA1-60/Hoechst

Sox2 TRA1-81 Sox2/TRA1-81/Hoechst




Antibodies used for Immunofluorescence staining:

Antibody Dilution Source Ref.-No.
SOX2 1:200 R&D systems AF2018
OCT4 1:400 Abcam ab19857
NANOG 1:100 Millipore AB5731
SEEA4 1:25 Millipore MAB4304
TRA-1-60 1:25 Millipore MAB4360
TRA-1-81 1:25 Millipore MAB4360

4) Presence of the N370S mutation in the GBA gene:
Screening was done by extracting genomic DNA from blood samples using the GenElute™ Blood Genomic
DNA Kit (Sigma, NA2020-1KT), PCR reactions were carried out using GoTaq® G2 Hot Start Master Mix
(M7423, Promega). Primer sequences were F: TGTGTGCAAGGTCCAGGATCAG, R:
ACCACCTAGAGGGGAAAGTG, which do not amplify the GBA pseudogene. Sample was sent for sequencing to
Microsynth Seqlab.
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