
Peakarea normalization

    − Processed: 2023−02−02 06:45:06
    − Input file: 20230126_LN478_AS_CTRL_GBA_DB_Li_13cGlc_only_conc.rep.xlsx
    − Number of replicates: 2
    − Number of metabolites: 66
    − Reference sample: CTRL
    − PCV: N/A
                           

page 1 of 74



Uridine diphosphategalactoseUTP Valine

Succinic acid threonine Thymine tryptophan Tyrosine UDP UMP Uracil Uric acid

NADP NADPH PEP Phenylalanine Proline Pyruvate Ribose phosphate S7P Serine

IsoLeucine Lactate Leucine Lysine Malate Methionine N−acetylaspartate NAD NADH

GLU Glucose Glycine GMP GSH GSSG GTP guanine IMP

Cytidine CytosineFructose 6−phosphateFumarate G6P Galactose 1−phosphateGamma−glutamylcysteineGDP GLN

Aspartate ATP Choline Citrate Citrulline CTP Cystathionine Cysteine Cystine

3PG Adenine Adenosine ADP aKG Alanine AMP Arginine Asparagine
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